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<220> 

<221> miscJeature 
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<223> A region encoding Pleckstrin homology domain 
<400> 1 

cgctccctcg ctccctcctg ccctcccgct gcagctccgg ctccgctcgo cttcctgccg 60 
ggcgctggca agccgcgcgc tgcctggggt ctccgggggc cgcgcttgco gctggccgag 120 
tccgggccog ctgaggggct ggcggtgggc gggagcggtc ggcggcctco gccccttcog 180 
agagcgacU tcaaoctcgc gcccgcgtcg cggcogcacc tgggcagccc cgcacgccgt 240 

gcgcgtcccg agcccgcggg gcagctaccg ctcgoatctc cctggggtgc cclccccagg 300 

cagcaatgcc agg otg cct gtg tec occ tec etc coc cog got ggc ogc 349 
Met Pro Vol Ser Thr Ser Leu His Gin Asp Gly Ser 
1 5 10 

cag gag egg ccg gtg" age ctg acc tct acc acc tec teg teg ggc tec 397 
Gin Glu Arg Pro Vol Ser Leu Thr Ser Thr Thr Ser Ser Ser Gly Ser 
15 20 25 

tec tgl goc agt cgc ogt gee otg gog gag ccc ogc age tec gag get 445 
Ser Cys Asp Ser Arg Ser Ala Met Glu Glu Pro Ser Ser Ser Glu Alo 
30 35 40 



ccc gcc oog oat ggg qca ggc tec ctg ago age egg cot ctg ccc aac 



493 
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Pro Ala Lys Asn Gly Alo Gly Ser Leu Arg Ser Arg His Leu Pro Asn 
45 50 55 60 

age aac oac occ Ice age ogc tgg Ug aac gtg aag ggg ccc clc tec 541 
Ser Asn Asn Asn Ser Ser Ser Trp Leu Asn Vol Lys Gly Pro Leu Ser 
55 70 75 

ccg ttc aoc age egg gco gcg gca ggg cct gco cac coc aog etc ogc 589 
Pro Phe Asn Ser Arg Ala Ala Ala Gly Pro Alo His His Lys Leu Ser 
80 85 90 

tac ctg ggc cga gtg gtg egg gag ate gtg gag aca gag cgc atg tae 637 
Tyr Leu Gly Arg Vol Vol Arg Glu He Vol Glu Thr Glu Arg Mel Tyr 
95 100 105 

glo cog goc ctg cgc ogc otc gtg gog goc toe etc ttg oog ate ott 685 
Vol Gin Asp Leu Arg Ser He Vol Glu Asp Tyr Leu Leu Lys He He 
110 115 120 

goc oco ccc ggg ctg ctg oag ceo goo cog gte ogc gee etc ttt ggg 733 
Asp Thr Pro Gly Leu Leu Lys Pro Glu Gin Vol Ser Alo Leu Phe Gly 
125 130 135 140 

oac oto goo ooe ate toe geg etg ooe oge eog etc etc ago gae ctg 781 
Asn He Glu Asn He Tyr Alo Leu Asn Ser Gin Leu Leu Arg Asp Leu 
145 150 155 

goc age tge oot agt gae ecc gtg get gtg gee age tge ttt gtg goo 829 
Asp Ser Cys Asn Ser Asp Pro Vol Alo Vol Ala Ser Cys Phe Vol Glu 
160 165 170 

ogg age eoo gog ttt got ate toe act eog tot tge aoc oot toe ccc 877 
Arg Ser Gin Glu Phe Asp He Tyr Thr Gin Tyr Cys Asn Asn Tyr Pro 
175 180 185 



ooe tee gtg gee gee ctg ocg goc tge otg egg goc oog cog cog gee 
Asn Ser Vol Alo Alo Leu Thr Glu Cys Met Arg Asp Lys Gin Gin Alo 
190 195 200 



925 
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aag ttc ttt egg gac egg cog gag ctg eta eag cac teg etg cee ttg 973 
Lys Phe Phe Arg Asp Arg Gin Glu Leu Leu Gin His Ser Leu Pro Leu 
205 210 215 220 

ggc tee tac etg etg aag eea gte cog ege ote etc aag toe eac ctg 1021 
Gly Ser Tyr Leu Leu Lys Pro Vol Gin Arg He Leu Lys Tyr His Leu 
225 230 235 

etg etc cog gaa att gee aaa cat ttt gat goo gaa gag gat ggc ttt 1069 
Leu Leu Gin Glu lie Ala Lys His Phe Asp Glu Glu Glu Asp Gly Phe 
240 245 250 

gag gtg gtg gag gat gee att gac ace atg ace tgt gtg gee tgg tac 1117 
Glu Vol Vol Glu Asp Alo lie Asp Thr Met Thr Cys Vol Ala Trp Tyr 
255 260 265 

ate ooc goo otg oog ogg ogg cot gag cac gcg gtc egg etc cog gag 1165 
lie Asn Asp Met Lys Arg Arg His Glu His Ala Vol Arg Leu Gin Glu 
270 275 280 

att cog tea etc etc ate aac tgg oog ggg cec gac ctg ace ace toe 1213 
lie Gin Ser Leu Leu He Asn Trp Lys Gly Pro Asp Leu Thr Thr Tyr 
285 290 295 300 

ggg gag ett gte ctg gag ggc aco ttc cgc gtg cat ege gtg ege oat 1261 
Gly Glu Leu Vol Leu Glu Gly Thr Phe Arg Vol His Arg Vol Arg Asn 
305 310 315 

gaa ogg ace ttt ttc etc ttt goe ooo oca ctg ett ote ace oog aag 1309 
Glu Arg Thr Phe Phe Leu Phe Asp Lys Thr Leu Leu He Thr Lys Lys 
320 325 330 

egg ggc got coc ttt gtc toe oog ggc ooc ote ccg tgc tec tec ctg 1357 
Arg Gly Asp His Phe Vol Tyr Lys Gly Asn He Pro Cys Ser Ser Leu 
335 340 345 

otg ctg ote goo ogc occ ogo goc tec ctg tgc ttc oct gtc occ coc 1405 
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Met Leu lie Glu Ser Thr Arg Asp Ser Leu Cys Phe Thr Vol Thr His 
350 355 350 

toe aag coc age oog cog cog toe ogc etc cog gee oog aco gtg gag 1453 

Tyr Lys His Ser Lys Gin Gin Tyr Ser lie Gin Alo Lys Thr Vol Glu 

365 370 375 ' 380 

gog 000 egg ooc tgg act coc coc otc oog ogg etc ate cto gog aoc 1501 
Glu Lys Arg Asn Trp Thr His His He Lys Arg Leu He Leu Glu Asn 
385 390 395 

coc cat gcc occ ott ccc cog oog gee oog goo gee otc ttg goo otg 1549 
His His Ala Thr He Pro Gin Lys Alo Lys Glu Ala He Leu Glu Met 
400 405 410 

got tec tat tot ccc oat egg toe cgc tgc age ceo gog egg ctg oog 1597 
Asp Ser Tyr Tyr Pro Asn Arg Tyr Arg Cys Ser Pro Glu Arg Leu Lys 
415 420 425 

oog get tgg tee tee cog got gog gtg tee oec oot gtg cge cog ggg 1645 
Lys Ala Trp Ser Ser Gin Asp Glu Vol Ser Thr Asn Vol Arg Gin Gly 
430 435 440 

cge egg eoo tct gag eco occ ooo coc ctg etc ogg coo etc ooe gog 1693 
Arg Arg Gin Ser Glu Pro Thr Lys His Leu Leu Arg Gin Leu Asn Glu 
445 450 455 460 

000 gee ego gco geo ggo otg oog cot geo gge ogt get ggo occ etc 1741 
Lys Alo Arg Ala Alo Gly Met Lys His Alo Gly Ser Alo Gly Thr Leu 
465 470 475 

ctg goc ttt ggg cog ccc tec cgt oct egg gge ctg cog ceo gog get 1789 
Leu Asp Phe Gly Gin Pro Ser Arg Thr Arg Gly Leu Gin Pro Glu Alo 
480 485 490 

goa ggg get occ cag gog gog goo gag goo gog gog gag gtg gtg gag 1837 
Glu Gly Alo Thr Gin Glu Glu Glu Glu Glu Glu Glu Glu Vol Vol Glu 
495 500 505 
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gag gag gog gog gag gag gag gaa gag cog gcc ttt cag gtc td ctg 1885 
Glu Glu Glu Glu Glu Glu Glu Glu Glu Gin Ala Phe Gin Vol Ser Leu 
510 • 515 520 

gog gac ctg aca ggg cat goo ggc oac gog oog ggg get ggg ccg gog 1933 
Glu Asp Leu Ttir Gly His Glu Gly Asn Glu Lys Gly Ala Gly Pro Glu 
525 530 535 540 

GCC cca ggc tea gag gog gag gag gag gag cag gag gag age ctg gcg 1981 
Pro Pro Gly Ser Glu Glu Giu Glu Glu Glu Gin Glu Glu Ser Leu Ala 
545 550 555 

gtg gcg gag cag gto gcc gac ttt gcc age tec ctg ctg gcc gee etc 2029 
Vol Ala Glu Gin Vol Ala Asp Phe Ala Ser Ser Leu Leu Ala Ala Leu 
560 565 570 

coc tge tgg coc tot egg gcc aac get tta ctt tte tec egg ggc get 2077 
His Cys Trp His Tyr Arg Ala Asn Alo Leu Leu Phe Ser Arg Gly Ala 
575 580 585 

otg gga aog ggg cgc agg gag tot gaa age tec ogg age age ago ogg 2125 
Met Gly Lys Gly Arg Arg Glu Ser Glu Ser Ser Arg Ser Ser Arg Arg 
590 595 600 

ecc ogt ggc egg let cca ace ogt act gag aog cgc otg age tte gag 
Pro Ser Gly Arg Ser Pro Thr Ser Thr Glu Lys Arg Met Ser Phe Glu 
605 610 615 620 

tec ott tct tec ctg cca gog gtt gag ccg gcc cct gog get ggg ogt 
Ser lie Ser Ser Leu Pro Glu Vol Glu Pro Asp Pro Glu Ala Gly Ser 
625 630 635 

gag coo gog gto ttt tct get gtg goa ggg ecc ogt gee gcg gog ocg 
Glu Gin Glu Vol Phe Ser Alo Vol Glu Gly Pro Ser Ala Glu Glu Thr 
640 645 650 



2173 



2221 



2269 



cct tea goc oca goo tct ceo goo gtc ctg gog oco cag ctt got gcc 



2317 
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Pro Ser Asp Thr Glu Ser Pro Glu Vol Leu Glu Thr Gin Leu Asp Alo 
655 660 665 

coc cog ggc ctl clg ggg otg goc ccc ceo ggt goc otg gtg goc lie 2365 
His Gin Gly Leu Leu Gly Met Asp Pro Pro Gly Asp Met Vol Asp Phe 
670 675 680 

gig gca get gag age act gog goc ctl aog gcc clg age oge gag gag 2413 
Vol Alo Ala Glu Ser Thr Glu Asp Leu Lys Alo Leu Ser Ser Glu Glu 
685 690 695 700 

goo gaa gao otg ggo ggt gcc gee cog gag cet gag age ctl etg ceo 2461 
Glu Glu Glu Met Gly Gly Ala Alo Gin Glu Pro Glu Ser Leu Leu Pro 
705 710 715 

ccc tec gig etg goc cog gcc ogc gtc oil gcg gog ego ttt gtc ogc 2509 
Pro Ser Vol Leu Asp Gin Alo Ser Vol lie Ala Glu Arg Phe Vol Ser 
720 725 730 

ogc ttc tct egg egg ogc ogc gtg gco cog gog goc ogc oog tec ogt 2557 
Ser Phe Ser Arg Arg Ser Ser Vol Alo Gin Glu Asp Ser Lys Ser Ser 
735 740 745 

ggc lit ggg age eeg egg etg gtc age egg ogc age age gtg etc ogc 2605 
Gly Phe Gly Ser Pro Arg Leu Vol Ser Arg Ser Ser Ser Vol Leu Ser 
750 755 760 

etg gog ggc ogc gog oog ggc clg gee egg col ggc ogt gcc oca goc 2653 
Leu Glu Gly Ser Glu Lys Gly Leu Alo Arg His Gly Ser Alo Thr Asp 
765 770 775 780 

tec etc age Igl cog etc tec cca gaa gig goc ale ogt gtg ggg gtg 2701 
Ser Leu Ser Cys Gin Leu Ser Pro Glu Vol Asp He Ser Vol Gly Vol 
785 790 795 

gcc oca gog goc age ccl tct gtc oot ggg otg gog ccc ceo ogc ceo 2749 
Alo Thr Glu Asp Ser Pro Ser Vol Asn Gly Met Glu Pro Pro Ser Pro 
800 805 810 
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ggc tgc ceo gtg gog cct gac egg tct tec tgc oog oog oog gao tea 2797 
Gly Cys Pro Vol Glu Pro Asp Arg Ser Ser Cys Lys Lys Lys Glu Ser 
815 820 825 

qeo etc tec ace ego goc egg ctg ttg cto gac oog att aag age tot 2845 
Ala Leu Ser Ttir Arg Asp Arg Leu Leu Leu Asp Lys He Lys Ser Tyr 
830 835 840 

tot goa aal gca gao cac cot got gco gge ttc age gtc egt cgc egg 2893 
Tyr Glu Asn Alo Glu His His Asp Ala Gly Ptie Ser Vol Arg Arg Arg 
845 850 855 860 

gag age etc tee toe ate cec aoa ggo etg gto ago ooe tee otc tec 2941 
Glu Ser Leu Ser Tyr He Pro Lys Gly Leu Vol Arg Asn Ser He Ser 
855 870 875 

ogg ttc ooe age etl cec egg eco gac ceo gag ceo gto cct eco gtg 2989 
Arg Phe Asn Ser Leu Pro Arg Pro Asp Pro Glu Pro Vol Pro Pro Vol 
880 885 890 

ggg age oog ago cog gtg gge tec egg ceg act teg tgg gee ctg ttt 3037 
Gly Ser Lys Arg Gin Vol Gly Ser Arg Pro Thr Ser Trp Ala Leu Phe 
■ 895 900 905 

gog etc ceo ggo eco age cog gca gtc ooo ggg goc ceo cct cec ate 3085 
Glu Leu Pro Gly Pro Ser Gin Ala Vol Lys Gly Asp Pro Pro Pro He 
910 915 920 

tee got get gog ttc cgc ceo tct tea goo ott gtg oog ate tgg gog 3133 
Ser Asp Alo Glu Ptie Arg Pro Ser Ser Glu lie Vol Lys He Trp Glu 
925 930 . 935 940 

ggo otg gog tct tec ggo ggg oge cct ggg oog ggg eca ggc cog ggc 3181 
Gly Met Glu Ser Ser Gly Gly Ser Pro Gly Lys Gly Pro Gly Gin Gly 
945 950 955 



cog gee oat ggc ttt goc ctg eat gag ceo etc ttc ate ctg gag gag 3229 
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Gin Ala Asn Gly Phe Asp Leu His Glu Pro Leu Phe lie Leu Glu Glu 
960 965 970 

col gag ctg gga gcc ate oca gog gag teg gcc act gcc tec ccg goo 3277 
His Glu Leu Gly Ala lie Thr Glu Glu Ser Alo Thr Ala Ser Pro Glu 
975 980 985 

age tec tcl ccc act gag ggg egc age ccg gcc cac ctg gee egg gag 3325 
Ser Ser Ser Pro Thr Glu Gly Arg Ser Pro Ala His Leu Ala Arg Glu 
990 995 1000 

ctg ooa gog ctg gtg aag gag ctg age age ogt ace cog ggg gag 3370 
Leu Lys Glu Leu Vol Lys Glu Leu Ser Ser Ser Thr Gin Gly Glu 
1005 1010 1015 

ctg gtg gcc ceo ctg coc ccc cgc otc gtg cog etc tec cac qto 3415 
Leu Vol Alo Pro Leu His Pro Arg He Vol Gin Leu Ser His Vol 
1020 1025 1030 

atg goc oge coc gtg cgc gag cgc gtc aag ooc aog qtc toe cog 3460 
Met Asp Ser His Vol Ser Glu Arg Vol Lys Asn Lys Vol Tyr Gin 
1035 1040 1045 

ctg gee cgc cog toe oge etc egg ate aog age ooc aog ceo gtg 3505 
Leu Ala Arg Gin Tyr Ser Leu Arg lie Lys Ser Asn Lys Pro Vol 
1050 1055 1060 

atg gcc ogg ceo ceo ctg cog tgg gao aog gtg gee cet gog ogg 3550 
Met Alo Arg Pro Pro Leu Gin Trp Glu Lys Vol Alo Pro Glu Arg 
1065 1070 1075 

got ggg aog oge ccc oct gig ccc tgt do cog goo gag get ggc 3595 
Asp Gly Lys Ser Pro Thr Vol Pro Cys Leu Gin Glu Glu Alo Gly 
1080 1085 1090 

gog ceo tto ggt ggc ooo ggt aog ogg oag ccg gtg ctg tet eta 3640 
Glu Pro Leu Gly Gly Lys Gly Lys Arg Lys Pro Vol Leu Ser Leu 
1095 1100 1105 



10/58 



ttt goc tat gog cog dg atg gcc cog gag ccc ogc cct ccc oag 3685 
Phe Asp Tyr Glu Gin Leu Met Ala Gin Glu His Ser Pro Pro Lys 
1110 1115 1120 

ccc tec teg get ggg gog otg tea ceo cog cgt ttc ttc ttc ooc 3730 
Pro Ser Ser Ala Gly Glu Met Ser Pro Gin Arg Phe Phe Phe Asn 
1125 1130 1135 

ccg tct get gtc ogc cog ogg oec aec teg cct ggg ggc egg cec 3775 
Pro Ser Alo Vol Ser Gin Arg Thr Thr Ser Pro Gly Gly Arg Pro 
1140 1145 1150 

tec gcc tgg ogc ccc etc age ccc oca gag ace ttc ogc tgg ccc 3820 
Ser Ala Trp Ser Pro Leu Ser Pro Thr Glu Thr Phe Ser Trp Pro 
1155 1160 1165 

goc gtc cgt gog etc Igc tec oag tot gcc tec cgc got gag gco 3865 
Asp Vol Arg Glu Leu Cys Ser Lys Tyr Alo Ser Arg Asp Glu Ala 
1170 1175 1180 

cgc ego gco ggg ggc ggc egg ccc cgc ggc ceo ccc gtc ooc ogg 3910 
Arg Arg Alo Gly Gly Gly Arg Pro Arg Gly Pro Pro Vol Asn Arg 
1185 1190 1195 

age coe teg gtg ccg gog ooc otg gto gog ceo cct ctg teg ggc 3955 
Ser His Ser Vol Pro Glu Asn Met Vol Glu Pro Pro Leu Ser Gly 
1200 1205 1210 

ogg gtg ggc cgc tge cgc age ctg ogc occ cog ogg ggc egg ggo 4000 
Arg Vol Gly Arg Gys Arg Ser Leu Ser Thr Lys Arg Gly Arg Gly 
1215 1220 1225 

ggc ggo gag get gcc coo tec cct ggg cct ctg ccc cog age oag 4045 
Gly Gly Glu Ala Ala Gin Ser Pro Gly Pro Leu Pro Gin Ser Lys 
1230 1235 1240 

ccg got ggo ggc gag acc ctg tot gtc act gco goc etc acc ctg 4090 
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Pro Asp Gly Gly Glu Thr Leu Tyr Vol Thr Ala Asp Leu Thr Leu 
1245 1250 1255 

gag gac aac egg egg gig ■ ati gtc otg gog aog ggo ccc clt ccc 4135 
Glu Asp Asn Arg Arg Vol He Vol Met Glu Lys Gly Pro Leu Pro 
1250 1265 1270 

ogc ccc act gco ggg ctg gag gag ogc agt ggc cog ggo ceo age 4180 
Ser Pro Thr Ala Gly Leu Glu Glu Ser Ser Gly Gin Gly Pro Ser 
1275 1280 1285 

too ccg gtg gcc ctg ctg ggg cog gtt cog gac ttc cog cog tct 4225 
Ser Pro Vol Ala Leu Leu Gly Gin Vol Gin Asp Ptie Gin Gin Ser 
1290 1295 1300 

gco gog Igc cag ccg aog goo gog ggt tec ogg goc ccg gco goc 4270 
Ala Glu Cys Gin Pro Lys Glu Glu Gly Ser Arg Asp Pro Alo Asp 
1305 1310 1315 

eeg age cog cog ggc ago gtg ago ooe ctt oga gog aog ttc cog 4315 
Pro Ser Gin Gin Gly Arg Vol Arg Asn Leu Arg Glu Lys Phe Gin 
1320 1325 1330 

gcc ttg aoc tct gtc ggt tgo tgctgoctcc tgggggoggg oggogtcotg 4366 
Alo Leu Asn Ser Vol Gly 
1335 1340 

Itggoggttg gggoagaocc tgggcotcct tcccctcoog cctgggctco tggogcccct 4426 
gcccogggcc ctcaggtggg cggooagtcc atcccctccg cccttcoggo aggotgctcc 4486 

egtgtgcogg ggtctcctgc ctgtgceotc eoctggggct cgagocaott tcccactcoc 4546 

ctgtgoggcc ggtgtggctg cttccdtgt oootogttgt tctctggtoa googccaoot 4606 

otttoogctc acttcttcce ogogagoggo ogctctgete oggcctccog cgttggctgg 4666 



ccolggccoc agecogotgg aggogcccot ccccoggoga clcoggeogt ggeetggogo 4726 
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ggctttgttc tgtaocgglg ccttttctla gggtccaggc aggaotgoag ccaatoattt 4786 
attgctttcc attdgtggt otgatgtgcg tgtgcgtgag Igtgtggccc ctgtttattc 4846 
ccctcctgtc aagootgoag Iggattcogt tcagglactt ttgogggttg ttgtgctqac 4906 
cctgtggttg tcgctgatgl ococacoUt cottatttgc caotqgtgco ataaccoctg 4966 
ctgaccaacc c 4977 



<210> 2 

<211> 1340 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Pro Vol Ser Thr Ser Leu His Gin Asp Gly Ser Gin Glu Arg Pro 
15 10 15 



Vol Ser Leu Thr Ser Thr Thr Ser Ser Ser Gly Ser Ser Cys Asp Ser 
20 25 30 



Arg Ser Ala Met Glu Glu Pro Ser Ser Ser Glu Ala Pro Ale Lys Asn 
35 40 45 



Gly Ala Gly Ser Leu Arg Ser Arg His Leu Pro Asn Ser Asn Asn Asn 
50 55 60 



Ser Ser Ser Trp Leu Asn Vol Lys Gly Pro Leu Ser Pro Phe Asn Ser 
65 70 75 80 
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Arg Ala Ala Ala Gly Pro Alo His His Lys Leu Ser Tyr Leu Gly Arg 
85 90 95 

Vol Vol Arg Glu lie Vol Glu Thr Glu Arg Mel Tyr Vol Gin Asp Leu 
100 105 110 

Arg Ser He Vol Glu Asp Tyr Leu Leu Lys He He Asp Thr Pro Gly 
115 120 125 

Leu Leu Lys Pro Glu Gin Vol Ser Ala Leu Phe Gly Asn He Glu Asn 
130 135 140 

He Tyr Ale Leu Asn Ser Gin Leu Leu Arg Asp Leu Asp Ser Cys Asn 
145 150 155 160 

Ser Asp Pro Vol Ala Vol Ala Ser Cys Phe Vol Glu Arg Ser Gin Glu 
165 170 175 

Phe Asp He Tyr Thr Gin Tyr Cys Asn Asn Tyr Pro Asn Ser Vol Alo 
180 185 190 

Alo Leu Thr Glu Cys Met Arg Asp Lys Gin Gin Ala Lys Phe Phe Arg 
195 200 205 

Asp Arg Gin Glu Leu Leu Gin His Ser Leu Pro Leu Gly Ser Tyr Leu 
210 215 220 

Leu Lys Pro Vol Gin Arg He Leu Lys Tyr His Leu Leu Leu Gin Glu 
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225 230 235 240 



He Ala Lys His Phe Asp Glu Glu Glu Asp Gly Phe Glu Vol Vol Glu 
245 250 255 



Asp Ala He Asp Thr Met Thr Cys Vol Alo Trp Tyr He Asn Asp Met 
260 265 270 



Lys Arg Arg His Glu His Ala Vol Arg Leu Gin Glu lie Gin Ser Leu 
275 280 285 



Leu He Asn Trp Lys Gly Pro Asp Leu Thr Thr Tyr Gly Glu Leu Vol 
290 295 300 



Leu Glu Gly Thr Phe Arg Vol His Arg Vol Arg Asn Glu Arg Thr Phe 
305 310 315 320 



Phe Leu Phe Asp Lys Thr Leu Leu He Thr Lys Lys Arg Gly Asp His 
325 330 335 



Phe Vol Tyr Lys Gly Asn He Pro Cys Ser Ser Leu Met Leu lie Glu 
340 345 350 



Ser Thr Arg Asp Ser Leu Cys Phe Thr Vol Thr His Tyr Lys His Ser 
355 360 365 



Lys Gin Gin Tyr Ser He Gin Ala Lys Thr Vol Glu Glu Lys Arg Asn 
370 375 380 
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Trp Thr His His lie Lys Arg Leu He Leu Glu Asn His His Ala Thr 

385 390 395 400 



lie Pro Gin Lys Alo Lys Glu Ala He Leu Glu Met Asp Ser Tyr Tyr 
405 410 415 



Pro Asn Arg Tyr Arg Cys Ser Pro Glu Arg Leu Lys Lys Alo Trp Ser 
420 425 430 



Ser Gin Asp Glu Vol Ser Thr Asn Vol Arg Gin Gly Arg Arg Gin Ser 
435 440 445 



Glu Pro Thr Lys His Leu Leu Arg Gin Leu Asn Glu Lys Alo Arg Ala 
450 455 460 



Ala Gly Met Lys His Ala Gly Ser Ala Gly Thr Leu Leu Asp Phe Gly 
465 470 475 480 



Gin Pro Ser Arg Thr Arg Gly Leu Gin Pro Glu Alo Glu Gly Alo Thr 
485 490 495 



Gin Glu Glu Glu Glu Glu Glu Glu Glu Vol Vol Glu Glu Glu Glu Glu 
500 505 510 



Glu Glu Glu Glu Glu Gin Ala Phe Gin Vol Ser Leu Glu Asp Leu Thr 
515 520 525 



Gly His Glu Gly Asn Glu Lys Gly Alo Gly Pro Glu Pro Pro Gly Ser 
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530 535 540 

Glu Glu Glu Glu Glu Glu Gin Glu Glu Ser Leu Ala Vol Alo Glu Gin 
545 550 555 ' 560 

Vol Alo Asp Phe Ala Ser Ser Leu Leu Alo Ala Leu His Cys Trp His 
565 570 575 

Tyr Arg Ala Asn Alo Leu Leu Phe Ser Arg Gly Ala Met Gly Lys Gly 
580 585 590 

Arg Arg Glu Ser Glu Ser Ser Arg Ser Ser Arg Arg Pro Ser Gly Arg 
595 600 '605 

Ser Pro Thr Ser Thr Glu Lys Arg Met Ser Phe Glu Ser lie Ser Ser 
610 615 620 

Leu Pro Glu Vol Glu Pro Asp Pro Glu Alo Gly Ser Glu Gin Glu Vol 
625 630 635 640 

Phe Ser Ala Vol Glu Gly Pro Ser Alo Glu Giu Thr Pro Ser Asp Thr 
645 550 655 

Glu Ser Pro Glu Vol Leu Glu Thr Gin Leu Asp Alo His Gin Gly Leu 
660 665 670 



Leu Gly Met Asp Pro Pro Gly Asp Mel Vol Asp Phe Vol Alo Alo Glu 
675 680 685 
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Ser Thr Glu Asp Leu Lys Ala Leu Ser Ser Glu Glu Glu Glu Glu Met 
690 695 700 

Gly Gly Ala Ala Gin Glu Pro Glu Ser Leu Leu Pro Pro Ser Vol Leu 
705 710 715 . 720 

Asp Gin Alo Ser Vol He Ala Glu Arg Phe Vol Ser Ser Phe Ser Arq 
725 730 735 

Arg Ser Ser Vol Alo Gin Glu Asp Ser Lys Ser Ser Gly Phe Gly Ser 
740 745 750 

Pro Arg Leu Vol Ser Arg Ser Ser Ser Vol Leu Ser Leu Glu Gly Ser 
755 760 765 

Glu Lys Gly Leu Ala Arg His Gly Ser Ala Thr Asp Ser Leu Ser Cys 
770 775 780 

Gin Leu Ser Pro Glu Vol Asp lie Ser Vol Gly Vol Alo Thr Glu Asp 
785 790 795 800 

Ser Pro Ser Vol Asn Gly Met Glu Pro Pro Ser Pro Gly Cys Pro Vol 
805 810 815 

Glu Pro Asp Arg Ser Ser Cys Lys Lys Lys Glu Ser Alo Leu Ser Thr 
820 825 830 



Arg Asp Arg Leu Leu Leu Asp Lys lie Lys Ser Tyr Tyr Glu Asn Alo 
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835 840 845 



Glu His His Asp Ala Gly Phe Ser Vol Arg Arg Arg Glu Ser Leu Ser 
850 855 860 



Tyr He Pro Lys Gly Leu Vol Arg Asn Ser He Ser Arg Phe Asn Ser 
865 870 875 880 



Leu Pro Arg Pro Asp Pro Glu Pro Vol Pro Pro Vol Gly Ser Lys Arg 
885 890 895 



Gin Vol Gly Ser Arg Pro Thr Ser Trp Ala Leu Phe Glu Leu Pro Gly 
900 905 910 



Pro Ser Gin Ala Vol Lys Gly Asp Pro Pro Pro He Ser Asp Ala Glu 
915 920 925 



Phe Arg Pro Ser Ser Glu He Vol Lys He Trp Glu Gly Met Glu Ser 
930 935 940 



Ser Gly Gly Ser Pro Gly Lys Gly Pro Gly Gin Gly Gin Ala Asn Gly 
945 950 955 960 



Phe Asp Leu His Glu Pro Leu Phe lie Leu Glu Glu His Glu Leu Gly 
965 970 975 



Ala lie Thr Glu Glu Ser Ala Thr Ala Ser Pro Glu Ser Ser Ser Pro 
980 985 990 
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Thr Glu Gly Arg Ser Pro Ala His Leu Ala Arg Glu Leu Lys Glu Leu 
995 1000 1005 



Vol Lys Glu Leu Ser Ser Ser Thr Gin Gly Glu Leu Vol Ala Pro 
1010 1015 1020 



Leu His Pro Arg He Vol Gin Leu Ser His Vol Met Asp Ser His 
■1025 1030 1035 



Vol Ser Glu Arg Vol Lys Asn Lys Vol Tyr Gin Leu Ala Arg Gin 
1040 1045 1050 



Tyr Ser Leu Arg He Lys Ser Asn Lys Pro Vol Met Ala Arg Pro 
1055 1060 1065 



Pro Leu Gin Trp Glu Lys Vol Ala Pro Glu Arg Asp Gly Lys Ser 
1070 1075 1080 



Pro Thr Vol Pro Cys Leu Gin Glu Glu Ala Gly Glu Pro Leu Gly 
1085 1090 1095 



Gly Lys Gly Lys Arg Lys Pro Vol Leu Ser Leu Phe Asp Tyr Glu 
1100 1105 1110 



Gin Leu Mel Ala Gin Glu His Ser Pro Pro Lys Pro Ser Ser Ala 
1115 1120 1125 



Gly Glu Mel Ser Pro Gin Arg Phe Phe Phe Asn Pro Ser Alo Vol 
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1130 1135 1140 

Ser Gin Arg Thr Thr Ser Pro Gly Gly Arg Pro Ser Alo Trp Ser 
1145 1150 . 1155 

Pro Leu Ser Pro Thr Glu Thr Phe Ser Trp Pro Asp Vol Arg Glu 
1160 1165 1170 

Leu Cys Ser Lys Tyr Alo Ser Arg Asp Glu Alo Arg Arg Alo Gly 
1175 1180 1185 

Gly Gly Arg Pro Arg Gly Pro Pro Vol Asn Arg Ser His Ser Vol 
1190 1195 1200 

Pro Glu Asn Met Vol Glu Pro Pro Leu Ser Gly Arg Vol Gly Arg 
1205 1210 1215 

Cys Arg Ser Leu Ser Thr Lys Arg Gly Arg Gly Gly Gly Glu Alo 
1220 1225 1230 

Alo Gin Ser Pro Gly Pro Leu Pro Gin Ser Lys Pro Asp Gly Gly 
1235 1240 1245 

Glu Thr Leu Tyr Vol Thr Alo Asp Leu Thr Leu Glu Asp Asn Arg 
1250 1255 1260 

Arg Vol He Vol Met Glu Lys Gly Pro Leu Pro Ser Pro Thr Alo 
1265 1270 1275 
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Gly Leu Glu Glu Ser Ser Gly Gin Gly Pro Ser Ser Pro Vol Alo 
1280 1285 1290 



Leu Leu Gly Gin Vol Gin Asp Phe Gin Gin Ser Ala Glu Cys Gin 
1295 1300 1305 



Pro Lys Glu Glu Gly Ser Arg Asp Pro Alo Asp Pro Ser Gin Gin 
1310 1315 1320 



Gly Arg Vol Arg Asn Leu Arg Glu Lys Phe Gin Alo Leu Asn Ser 
1325 1330 1335 



Vol Gly 
1340 



<210> 3 

<211> 1095 

<212> DNA 

<213> Homo sopiens 

<220> 

<221> misc-feature 

<223> A portiol seguence of SEQ ID N0:1 consisting of the 581st to the 
1675th nucleotides thot comprises c region encoding Dbl homology 
domain and Pleckstrin homology domoin, which encodes the amino oc 
id sequence of SEQ ID N0:4. 

<220> 
<221> CDS 
<222> (1)..(1095) 
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<400> 3 

oag etc age toe ctg ggc cga gig gig egg gag otc gig gag aca gag 48 

Lys Leu Ser Tyr Leu Gly Arg Vol Vol Arg Glu He Vol Glu Thr Glu 
15 10 15 

cgc olg toe glo cog gac ctg cgc age ate gig gag gac tac etc llg 96 
Arg Mel Tyr Val Gin Asp Leu Arg Ser lie Vol Glu Asp Tyr Leu Leu 
20 25 30 

aog otc alt gac aca ecc ggg ctg ctg oag ceo goo cog gtc age gee 144 
Lys lie lie Asp Thr Pro Gly Leu Leu Lys Pro Glu Gin Vol Ser Ala 
35 40 45 

etc tU ggg ooc ato goo ooc otc toe gcg ctg aoc age eag etc etc 192 
Leu Phe Gly Asn He Glu Asn He Tyr Ala Leu Asn Ser Gin Leu Leu 
50 55 60 

ago gac ctg gac age tge cot ogt gac ecc gtg get gtg gcc age Igc 240 
Arg Asp Leu Asp Ser Cys Asn Ser Asp Pro Vol Ala Vol Alo Ser Cys 
65 70 75 80 

lit gtg goo ogg age coo gog ttl got ate lac act cog tat tge aoc 288 
Phe Vol Glu Arg Ser Gin Glu Phe Asp He Tyr Thr Gin Tyr Cys Asn 
85 90 95 

oot toe ecc ooc tec gtg gee gee ctg acg goo tge alg egg gac oag 336 
Asn Tyr Pro Asn Ser Vol Ala Ala Leu Thr Glu Cys Met Arg Asp Lys 
100 105 110 

cog cog gcc aog tie ttl egg goe egg cog gag ctg do cog coc leg 384 
Gin Gin Alo Lys Phe Phe Arg Asp Arg Gin Glu Leu Leu Gin His Ser 
115 120 125 

ctg ecc ttg ggc tec toe ctg ctg oog ceo gtc cog cgc otc etc aog 432 
Leu Pro Leu Gly Ser Tyr Leu Leu Lys Pro Vol Gin Arg He Leu Lys 
130 135 140 

toe coc ctg ctg etc cog goo ott gcc ooo cot ttt got goo goo gog 480 
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Tyr His Leu Leu Leu Gin Glu lie Ala Lys His Phe Asp Glu Glu Glu 
145 150 155 160 

got ggc ttt gag gtg gtg gog got gcc ott goc occ otg occ tgt gtg 528 
Asp Gly Phe Glu Vol Vol Glu Asp Ala lie Asp Thr Met Thr Cys Vol 
165 170 175 

gcc tgg toe ate oac goc otg oog agg ogg cot gog cac gcg gtc egg 576 
Ala Trp Tyr He Asn Asp Met Lys Arg Arg His Glu His Ala Vol Arg 
180 185 190 

etc cog gog ott cog tco etc etc otc aoc tgg oog ggg ccc goc ctg 624 
Leu Gin Glu He Gin Ser Leu Leu He Asn Trp Lys Gly Pro Asp Leu 
195 200 205 

occ occ toe ggg gog clt gtc etg gog ggc oca tte egc gtg cat cgc 672 
Thr Thr Tyr Gly Glu Leu Vol Leu Glu Gly Thr Phe Arg Vol His Arg 
210 215 220 

gtg cgc oot goa ogg occ ttt ttc etc ttt goc ooo oca ctg ett otc 720 
Vol Arg Asn Glu Arg Thr Phe Phe Leu Phe Asp Lys Thr Leu Leu He 
225 230 235 240 

occ oog oog egg ggc got coc ttt gtc toe oog ggc ooc otc ccg Ige 768 
Thr Lys Lys Arg Gly Asp His Phe Vol Tyr Lys Gly Asn He Pro Cys 
245 250 255 

tec tec ctg otg ctg otc goo age occ ogo goc tec ctg tge tte act 816 
Ser Ser Leu Met Leu He Glu Ser Thr Arg Asp Ser Leu Cys Phe Thr 
260 265 270 

gtc occ cac toe oag cac age oog cog cog toe age ate cog gee oog 854 
Vol Thr His Tyr Lys His Ser Lys Gin Gin Tyr Ser He Gin Alo Lys 
275 280 285 

oca gtg gag gag oaa egg oac tgg act cac cac otc aag agg etc ate 912 
Thr Vol Glu Glu Lys Arg Asn Trp Thr His His He Lys Arg Leu He 
290 295 300 



24/58 



eta gag aoc cac cal gcc occ ott ccc cog aag gcc oag gaa gcc olc 960 

Leu Glu Asn His His Ala Thr He Pro Gin Lys Ala Lys Glu Ala lie 

305 310 315 320 

ttg gaa atg got tec tat tat ccc cat egg toe cgc tge oge cca gag 1008 
Leu Glu Met Asp Ser Tyr Tyr Pro Asn Arg Tyr Arg Cys Ser Pro Glu 
325 330 335 

egg etg aog oog get tgg tec tec cog got gag gtg tee ace oat gtg 1056 
Arg Leu Lys Lys Alo Trp Ser Ser Gin Asp Glu Vol Ser Thr Asn Vol 
340 345 350 

cgc cog ggg cgc egg caa tet gag eco occ aoa cac clg 1095 
Arg Gin Gly Arg Arg Gin Ser Glu Pro Thr Lys His Leu 
355 360 365 



<210> 4 

<211> 365 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Lys Leu Ser Tyr Leu Gly Arg Vol Vol Arg Glu He Vol Glu Thr Glu 
15 10 15 



Arg Met Tyr Vol Gin Asp Leu Arg Ser He Vol Giu Asp Tyr Leu Leu 
20 25 30 



Lys He lie Asp Thr Pro Gly Leu Leu Lys Pro Glu Gin Vol Ser Ala 
35 40 45 



Leu Phe Gly Asn He Glu Asn He Tyr Ale Leu Asn Ser Gin Leu Leu 
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50 • 55 60 



Arg Asp Leu Asp Ser Cys Asn Ser Asp Pro Vol Ala Vol Alo Ser Cys 
55 70 75 80 



Phe Vol Glu Arg Ser Gin Glu Phe Asp lie Tyr Thr Gin Tyr Cys Asn 
85 90 95 



Asn Tyr Pro Asn Ser Vol Alo Alo Leu Thr Glu Cys Met Arg Asp Lys 
100 105 110 



Gin Gin Alo Lys Phe Phe Arg Asp Arg Gin Glu Leu Leu Gin His Ser 
115 120 125 



Leu Pro Leu Gly Ser Tyr Leu Leu Lys Pro Vol Gin Arg lie Leu Lys 
130 135 140 



Tyr His Leu Leu Leu Gin Glu lie Alo Lys His Phe Asp Glu Glu Glu 
145 150 155 160 



Asp Gly Phe Glu Vol Vol Glu Asp Alo He Asp Thr Met Thr Cys Vol 
165 170 175 



Alo Trp Tyr He Asn Asp Met Lys Arg Arg His Glu His Alo Vol Arg 
180 185 190 



Leu Gin Glu He Gin Ser Leu Leu He Asn Trp Lys Gly Pro Asp Leu 
195 200 205 



26/58 



Thr Thr Tyr Gly Glu Leu Vol Leu Gtu Gly Thr Phe Arg Vol His Arg 
210 215 220 



Vol Arg Asn Glu Arg Thr Phe Phe Leu Phe Asp Lys Thr Leu Leu He 
225 230 235 240 



Thr Lys Lys Arg Gly Asp His Phe Vol Tyr Lys Gly Asn lie Pro Cys 
245 250 255 



Ser Ser Leu Met Leu lie Glu Ser Thr Arg Asp Ser Leu Cys Phe Thr 
260 265 270 



Vol Thr His Tyr Lys His Ser Lys Gin Gin Tyr Ser He Gin Alo Lys 
275 280 285 



Thr Vol Glu Glu Lys Arg Asn Trp Thr His His He Lys Arg Leu He 
290 295 300 



Leu Glu Asn His His Alo Thr He Pro Gin Lys Alo Lys Glu Alo He 

305 310 315 320 



Leu Glu Met Asp Ser Tyr Tyr Pro Asn Arg Tyr Arg Cys Ser Pro Glu 
325 330 335 



Arg Leu Lys Lys Ala Trp Ser Ser Gin Asp Glu Vol Ser Thr Asn Vol 
340 345 350 



Arg Gin Gly Arg Arg Gin Ser Glu Pro Thr Lys His Leu 
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355 360 365 



<210> 5 

<211> 1102 

<212> DNA 

<213> Homo sopiens 

<220> 

<221> miscJeoture 

<223> Polynucleotide having kozok consensus sequence and 

methionine codon in its 5'-terminal, followed by partial sequen 
ce of SEQ ID N0:1 of the 581st to 1675th nucleotides having 
0 region encoding Dbl homology domain and Pleckstri 
• n homology domain, encoding SEQ ID N0:6. ■ 

<220> 
<221> CDS 
<222> (5)..(1102) 

<220> 

<221> miscJeoture 

<222> (1)..(4) 

<223> kozok consensus sequence 

<220> 

<221> miscJeoture 

<222> (5)..(7) 

<223> methionine codon 



<400> 5 

cocc otg oog etc age tac ctg ggc cga gtg gtg egg gag ate gtg gag 
Met Lys Leu Ser Tyr Leu Gly Arg Vol Vol Arg Glu lie Vol Glu 
15 10 15 
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oca gag cgc atg tac gto cog gac ctg cgc age ate gtg gag gac toe 97 
Thr Glu Arg Met Tyr Vol Gin Asp Leu Arg Ser lie Vol Glu Asp Tyr 
20 25 30 

cte ttg oag ate att gae oea ccc ggg etg ctg aag ceo gaa cog gte 145 
Leu Leu Lys He He Asp Thr Pro Gly Leu Leu Lys Pro Glu Gin Vol 
35 40 45 

age gee etc ttt ggg aae ota goo oae ate tac geg ctg aac age eag 193 
Ser Ala Leu Phe Gly Asn He Glu Asn He Tyr Ala Leu Asn Ser Gin 
50 55 60 

etc cte ago gae etg gac age tgc oat ogt gac ccc gtg get gtg gee 241 
Leu Leu Arg Asp Leu Asp Ser Cys Asn Ser Asp Pro Vol Ala Vol Ala 
65 70 75 

age tgc ttt gtg gaa ogg ogc coo gag ttt got otc toe act cog tot 289 
Ser Cys Phe Vol Glu Arg Ser Gin Glu Phe Asp He Tyr Thr Gin Tyr 
80 85 90 95 

tgc aae oat toe ccc aae tec gtg gee gee etg ocg gaa tgc atg egg 337 
Cys Asn Asn Tyr Pro Asn Ser Vol Ala Ala Leu Thr Glu Cys Met Arg 
100 105 110 

gac aag cog eag gee aag ttc ttt egg gae egg cog gog etg eta cog 385 
Asp Lys Gin Gin Ala Lys Phe Phe Arg Asp Arg Gin Glu Leu Leu Gin 
115 120 125 

coc teg etg ccc ttg ggc tec toe etg ctg oog ceo gte eag cgc otc 433 
His Ser Leu Pro Leu Gly Ser Tyr Leu Leu Lys Pro Vol Gin Arg He 
130 135 140 

etc oog toe coc ctg ctg cte cog gao att gee ooa cot ttt got gaa 481 
Leu Lys Tyr His Leu Leu Leu Gin Glu He Alo Lys His Phe Asp Glu 
145 150 155 

goo gog got ggc ttt gog gtg gtg gog got gcc ott goe occ otg occ 529 
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Glu Glu Asp Gly Phe Glu Vol Vol Glu Asp Alo lie Asp Thr Met Thr 
150 165 170 175 

tgt gtq gcc tgg tac ate oac gac otg aog ogg ogg cot gag cac gcg 
Cys Vol Ala Trp Tyr He Asn Asp Met Lys Arg Arg His Glu His Ale 
180 185 190 

gtc egg etc eag gag att eag tea etc etc ote aoc tgg aag ggg ccc 
Vol Arg Leu Gin Glu He Gin Ser Leu Leu He Asn Trp Lys Gly Pro 
195 200 205 

goc etg aec ace toe ggg gog ett glc ctg gog ggc oco ttc cgc gtg 
Asp Leu Thr Thr Tyr Gly Glu Leu Vol Leu Glu Gly Thr Phe Arg Vol 
210 215 220 

col cgc gtg cgc ool goo ogg occ ttt ttc etc ttt goc ooo oco ctg 
His Arg Vol Arg Asn Glu Arg Thr Phe Phe Leu Phe Asp Lys Thr Leu 
225 230 235 

ctt otc occ oog oog egg ggc got coc ttt gtc loc oog ggc ooc otc 

Leu He Thr Lys Lys Arg Gly Asp His Phe Vol Tyr Lys Gly Asn He 

240 245 250 255 

ceg tge tee tec ctg otg ctg ate goo oge aec ogo gac tee etg tgc 
Pro Cys Ser Ser Leu Met Leu He Glu Ser Thr Arg Asp Ser Leu Cys 
260 265 270 

ttc act glc ace cac toe aag cac age oag cog cog tac age ate cog 
Phe Thr Vol Thr His Tyr Lys His Ser Lys Gin Gin Tyr Ser He Gin 
275 280 285 

gcc oog oco gtg gag gog aao egg oac tgg oct coc coc otc oog agg 
Ala Lys Thr Vol Glu Glu Lys Arg Asn Trp Thr His His He Lys Arg 
290 295 300 

etc otc cto gog ooc coc cot gcc occ ctt ccc cog oog gcc oog goo 
Leu He Leu Glu Asn His His Alo Thr He Pro Gin Lys Alo Lys Glu 
305 310 315 
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gcc otc Itg goo otg got Icc tot tot ccc oot egg toe cgc tgc ogc 1009 
Alo lie Leu Giu Met Asp Ser Tyr Tyr Pro Asn Arg Tyr Arg Cys Ser 
320 325 330 335 

ceo gag egg ctg cog oog get tgg tec tec cog got gog gtg tee occ 1057 
Pro Glu Arg Leu Lys Lys Ala Trp Ser Ser Gin Asp Glu Vol Ser Thr 
340 345 350 

oot gtg cgc cog ggg egc egg cao tel gag ceo oce ooo eoc ctg 1102 
Asn Vol Arg Gin Gly Arg Arg Gin Ser Glu Pro Thr Lys His Leu 
355 360 365 



<210> 6 

<211> 366 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Lys Leu Ser Tyr Leu Gly Arg Vol Vol Arg Glu He Vol Glu Thr 
15 10 15 



Glu Arg Met Tyr Vol Gin Asp Leu Arg Ser lie Vol Glu Asp Tyr Leu 
20 25 30 



Leu Lys He He Asp Thr Pro Gly Leu Leu Lys Pro Glu Gin Vol Ser 
35 40 45 



Alo Leu Phe Gly Asn He Glu Asn He Tyr Alo Leu Asn Ser Gin Leu 
50 55 60 . 



Leu Arg Asp Leu Asp Ser Cys Asn Ser Asp Pro Vol Alo Vol Alo Ser 



65 



70 
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75 



80 



Cys Phe Vol Glu Arg Ser Gin Glu Phe Asp He Tyr Thr Gin Tyr Cys 
85 90 95 



Asn Asn Tyr Pro Asn Ser Vol Ala Alo Leu Thr Glu Cys Met Arg Asp 
100 105 110 



Lys Gin Gin Alo Lys Phe Phe Arg Asp Arg Gin Glu Leu Leu Gin His 
115 120 125 



Ser Leu Pro Leu Gly Ser Tyr Leu Leu Lys Pro Vol Gin Arg He Leu 
130 135 140 



Lys Tyr His Leu Leu Leu Gin Glu He Alo Lys His Phe Asp Glu Glu 
145 150 155 160 



Glu Asp Gly Phe Glu Vol Vol Glu Asp Ala He Asp Thr Met Thr Cys 
165 170 175 



Vol Alo Trp Tyr He Asn Asp Met Lys Arg Arg His Glu His Ala Vol 
180 185 190 



Arg Leu Gin Glu He Gin Ser Leu Leu He Asn Trp Lys Gly Pro Asp 
195 200 205 



Leu Thr Thr Tyr Gly Glu Leu Vol Leu Glu Gly Thr Phe Arg Vol His 
210 215 220 
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Arg Vol Arg Asn Glu Arq Thr Phe Phe Leu Phe Asp Lys Thr Leu Leu 
225 230 235 240 



lie Thr Lys Lys Arg Gly Asp His Phe Vol Tyr Lys Gly Asn lie Pro 
245 250 255 



Cys Ser Ser Leu Mel Leu lie Glu Ser Thr Arg Asp Ser Leu Cys Phe 
260 255 270 



Thr Vol Thr His Tyr Lys His Ser Lys Gin Gin Tyr Ser He Gin Ala 
275 280 285 



Lys Thr Vol Glu Glu Lys Arg Asn Trp Thr His His He Lys Arg Leu 
290 295 300 



He Leu Glu Asn His His Ala Thr He Pro Gin Lys Ala Lys Glu Alo 

305 310 315 320 



He Leu Glu Met Asp Ser Tyr Tyr Pro Asn Arg Tyr Arg Cys Ser Pro 
325 330 335 



Glu Arg Leu Lys Lys Alo Trp Ser Ser Gin Asp Glu Vol Ser Thr Asn 
340 345 350 



Vol Arg Gin Gly Arg Arg Gin Ser Glu Pro Thr Lys His Leu 
355 360 365 



<210> 7 
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<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Designed polynucleotide bosed on the sequence of SEQ ID N0:1 for 
use OS 0 primer 

<400>- 7 

gggogotgtc occocogcgt tt 22 

<210> 8 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of SEQ ID N0:1 for 
use OS 0 prinner 

<400> 8 

ootggotccc goccgocogo gttcooggc 29 



<210> 9 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of SEQ ID N0:1 for 
use as a primer 



<400> 9 

coccatgoag ctcagctacc tgggccgogt gglq 



34 
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<210> 10 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of SEQ ID N0:1 for 
use OS 0 primer 

<400> 10 

coggtgtttg gttggctcag attgcc 26 

<210> 11 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on ttie sequence of proto-Dbl for us 
e OS a primer 

<400> 11 

ootogatctg goaotggcog ttttaaogoa ccacg 35 

<210> 12 
<211> . 29 
<212> DNA 
<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of proto-Dbl for us 
e OS 0 primer 



<400> 12 

oatgtcgocc tgcttcoaco acototttc 



29 
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<210> 13 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of Cdc42 for use os 
a primer 

<400> 13 

caccatgcag acaattaagt qtgttgttg 29 



<210> 14 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide bosed on the sequence of Cdc42 for use as 
0 primer 

<400> 14 

tcatcgcagc acacacctgc ggctc 25 



<210> 15 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of RhoA for use os 
0 primer 



<400> 15 

coccalggct gccotccggo agaacctqg 



29 
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<210> 16 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of RhoA for use os 
a prinner 

<400> 16 

tcocacgoca aggcaoccog ottttttc 28 



<210> 17 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of Rod for use as 
0 primer 

<400> 17 

coccatgcog gccatcoogt gtgtgqtgg 29 



<210> 18 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> Designed polynucleotide based on the sequence of Rod for use as 
a primer 



<400> 18 
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tlocaocogc oggcoltttc tcttcc 26 



<210> 19 

<211> 7 

<212> DNA 

<213> ortificial 

<220> 

<223> Designed oligonucleotide including Kozok consensus sequence folio 
wed by o methionine codon. 

<400> 19 

caccolg / 



<210> 20 

<211> 576 

<212> DNA 

<213> homo sapiens 

<220> 

<221> misc-feoture 

<223> Cdc42 gene 



<400> 20 

otgcogocoo ttoogtgtgt tgttgtgggc gotggtgclg ttggtoooac atgtctcctg 60 

ototcctocG coocooocoG otttccotcg gaotatgtoc cgoctgtttt tgocooctol 120 

gccgtcaccg ttatgatlgg tggagaocca tctoctctlg goctttttgo toctgcoggg 180 
coagoggott olgocogott ocgoccgctg ogltatccoc aaocogatgl otttctogtc 240 

tgtttttcog Iggtctctcc otcttcaltl goooocgtgo aogaoooglg ggtgcctgog 300 



atooctcocc octgtccoaa gaclcctttc llgcttgltg ggactcoool tgotctcogo 360 
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golgocccct ctactoUgo gooocttgcc aogoacaooc ogoagcctot codccogog 420 

oclgctgooa ogctggcccg tgacctgaog gctgtcaogt otgtggogtg ttcigcactl 480 

ococogaoag gcclaaogoo tgtattlgac gaagcoatal tggctgcccl ggagcctcco 540 

goaccgaogo agagccgcag glgtgtgctg ctotgo 576 



<210> 21 

<211> 191 

<212> PRT 

<213> homo sapiens 

<220> 

<221> miscJeoture 

<223> Cdc42 



<400> 21 

Met Gin Thr He Lys Cys Vol Vol Vol Gly Asp Gly Ala Vol Gly Lys 
15 10 15 



Thr Cys Leu Leu He Ser Tyr Thr Thr Asn Lys Phe Pro Ser Glu Tyr 
20 25 30 



Vol Pro Thr Vol Phe Asp Asn Tyr Alo Vol Thr Vol Met He Gly Gly 
35 40 45 



Glu Pro Tyr Thr Leu Gly Leu Phe Asp Thr Alo Gly Gin Glu Asp Tyr 
50 55 60 
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Asp Arg Leu Arg Pro Leu Ser Tyr Pro Gin Thr Asp Vol Phe Leu Vol 
65 70 75 80 



Cys Phe Ser Vol Vol Ser Pro Ser, Ser Phe Glu Asn Vol Lys Glu Lys 
85 90 . . 95 



Trp Vol Pro Glu He Thr His His Cys Pro Lys Thr Pro Phe Leu Leu 
100 105 110 



Vol Gly Thr Gin He Asp Leu Arg Asp Asp Pro Ser Thr He Glu Lys 
115 120 125 



Leu Alo Lys Asn Lys Gin Lys Pro lie Thr Pro Glu Thr Ala Glu Lys 
130 135 140 



Leu Alo Arg Asp Leu Lys Alo Vol Lys Tyr Vol Glu Cys Ser Alo Leu 
145 150 155 160 



Thr Gin Lys Gly Leu Lys Asn Vol Phe Asp Glu Alo He Leu Alo Alo 
165 170 175 



Leu Glu Pro Pro Glu Pro Lys Lys Ser Arg Arg Cys Vol Leu Leu 
180 185 190 



<210> 22 

<211> 582 

<212> DNA 

<213> homo sopiens 



<220> 
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<221> miscJeature 
<223> RhoAgene 

<400> 22 

otggctgcca tccggaagoa actggtgatt gttggtgotg gagcctgtgg aaagacatgc 60 

tlgclcatag tcttcagcaa ggaccagUc ccagaggtgt atgtgcccQc agtgtttgag 120 

oactatgtgg cagototcgo gglggatgga aagcagglog agttggctU gtgggacaco 180 

gctqggcagg oogattotga tcgcctgagg cccdctcct acccagatoc cgatgttota 240 

ctgotgtgtt tttccatcga cagccctgot ogtttagaaa ocatcccago aoogtggocc 300 

ccogooglca agcatttctg tcccaacgtg cccatcatcc tggttgggao taagoaggat 360 
cttcggootg otgogcococ oaggcgggog dagccaago tgaagcogga gccggtgaoa 420 

cctgaagaag gcogagatat ggcoaacogg attggcgdt Ugggtocat ggagtgttco 480 

gcaaagaccQ aagatggagt gogagaggtt tUgaaatgg docgagagc tgddgcaa 540 

gdagocgtg ggaagaoaaa atdggttgc cttgtcttgl ga 582 



<210> 23 

<211> 193 

<212> PRT 

<213> homo sapiens 

<220> 

<221> miscJeature 

<223> RhoA 



<400> 23 
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Met Alo Alo He Arg Lys Lys Leu Vol He Vol Gly Asp Gly Ala Cys 
15 10 15 



Gly Lys Thr Cys Leu Leu He Vol Phe Ser Lys Asp Gin Phe Pro Glu 
20 25 30 



Vol Tyr Vol Pro Thr Vol Phe Glu Asn Tyr Vol Alo Asp He Glu Vol 
35 40 45 



Asp Gly Lys Gin Vol Glu Leu Alo Leu Trp Asp Thr Alo Gly Gin Glu 
50 55 60 



Asp Tyr Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Vol He 
65 70 75 80 



Leu Met Cys Phe Ser He Asp Ser Pro Asp Ser Leu Glu Asn He Pro 

85 . 90 95 



Glu Lys Trp Thr Pro Glu Vol Lys His Phe Cys Pro Asn Vol Pro lie 
100 105 110 



He Leu Vol Gly Asn Lys Lys Asp Leu Arg Asn Asp Glu His Thr Arg 
115 120 125 



Arg Glu Leu Alo Lys Met Lys Gin Glu Pro Vol Lys Pro Glu Glu Gly 
130 135 140 



Arg Asp Met Alo Asn Arg He Gly Alo Phe Gly Tyr Met Glu Cys Ser 
145 150 155 160 
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Ala Lys Thr Lys Asp Gly Vol Arg Glu Vol Phe Glu Mel Ala Thr Arg 
165 170 175 



Ala Ala Leu Gin Ala Arg Arg Gly Lys Lys Lys Ser Gly Cys Leu Vol 
180 185 190 



Leu 



<210> 24 

<211> 579 

<212> DNA 

<213> homo sapiens 

<220> 

<221> miscJeature 
<223> Rod gene 

<400> 24 

atgcoggcca tcoagtgtgt ggtg.gtggga gacggagclg toggtoaoac ttgcctactg 60 
atcogttaco coGccaotgc otUcctggo goatotatcc ctoctgtcU tgocoottat 120 
tctgccootg Uotgglaga tggaaaaccg gtgaatctgg gcttatggga tocogctggo 180 
caagaagatt atgocagatt ocgccccda tcdatccgc aoacogotgt gttcUaatt 240 
tgcttttccc ttgtgogtcc tgcatcaUt goaaotglcc gtgcaaagtg gtatcdgag 300 
gtgcggcocc adgtcccao codcccotc atcdogtgg gaodaoad tgoldtogg 360 
gatgotdaog acacgalcgo gaoodgaog gogoagoagc tgodcccot cacdotccg 420 
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cagggtdog ccatggcloo ggagaltggt gctgtaoool acctggogtg ctcggcgdc 480 
acocogcgag gcctcoogoc ogtglttgoc gaogcgotcc gagcoglcct ctgcccgcct 540 
cccgtgoogo agaggoogog aoaotgcctg ctgttgtaa 579 

<210> 25 

<211> 192 

<212> PRT 

<213> homo sapiens 

<220> 

<221> miscJeoture 
<223> Rod 



<400> 25 

Met Gin Ala He Lys Cys Vol Vol Vol Gly Asp Gly Ala Vol Gly Lys 
15 10 15 



Thr Cys Leu Leu He Ser Tyr Thr Thr Asn Alo Phe Pro Gly Glu Tyr 
20 25 30 



He Pro Thr Vol Phe Asp Asn Tyr Ser Ala Asn Vol Met Vol Asp Gly 
35 40 45 



Lys Pro Vol Asn Leu Gly Leu Trp Asp Thr Alo Gly Gin Glu Asp Tyr 
50 55 60 



Asp Arg Leu Arg Pro Leu Ser Tyr Pro Gin Thr Asp Vol Phe Leu He 
65 70 75 80 
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Cys Phe Ser Leu Vol Ser Pro Alo Ser Phe Glu Asn Vol Arg Alo Lys 
85 90 95 



Trp Tyr Pro Glu Vol Arg His His Cys Pro Asn Thr Pro lie He Leu 
100 105 110 



Vol Gly Thr Lys Leu Asp Leu Arg Asp Asp Lys Asp Thr He Glu Lys 
115 120 125 



Leu Lys Glu Lys Lys Leu Thr Pro He Thr Tyr Pro Gin Gly Leu Alo 
130 135 140 



Met Alo Lys Glu lie Gly Ala Vol Lys Tyr Leu Glu Cys Ser Ala Leu 

145 150 155 150 



Thr Gin Arg Gly Leu Lys Thr Vol Phe Asp Glu Ala He Arg Alo Vol 
155 170 175 



Leu Cys Pro Pro Pro Vol Lys Lys Arg Lys Arg Lys Cys Leu Leu Leu 
180 185 190 



<210> 26 

<211> 3552 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> miscJeature 

<223> Gene encoding proto-Dbl (SEQ ID NO:27) 
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<220> 

<221> CDS 

<222> (I75)..(2952) 

<400> 26 

IttltUlU ttcctcccoa cotlgclgcc actgtgctaa tggoogcocc ocggcogctt 60 

tgtttgatag ogatttttgg ctgccgttU taaatadac ccaagaagca gclcgtattt 120 

cotcootglt gcgltgacao tlggaaooga ooagtgtaot Igcgtacogg cgaa otg 177 

Met 
1 

gco goG gca oat ccc egg ago ggc aog otg agg ttc oga agg aot gcg 225 
Ala Glu Ala Asn Pro Arg Arg Gly Lys Mel Arg Phe Arg Arg Asn Alo 
5 10 15 

gel tec ttc cct ggg oqc ttg coc ttg gtt ttg gtt tta cgt cct acc 273 
Alo Ser Phe Pro Gly Asn Leu hiis Leu Vol Leu Vol Leu Arg Pro Thr 
20 25 30 

age ttt ctt coo ego ocg ttc oca goc ott ggo ttt tgg ttt ogl cog 321 
Ser Ptie Leu Gin Arg Ttir Phe Ihr Asp lie Gly Phe Trp Phe Ser Gin 
35 40 45 

gag gat ttt atg cct oao tto ceo gtt gtt otg ctg age tea gtt ogt 369 
Glu Asp Phe Met Pro Lys Leu Pro Vol Vol Mel Leu Ser Ser Vol Ser 
50 55 60 65 

got ttg ctg oca loo alt got gac aog coo tta occ ccl gog tto ggc 417 
Asp Leu Leu Thr Tyr He Asp Asp Lys Gin Leu Thr Pro Glu Leu Gly 
70 75 80 



ggc occ ttg cog toe tgc coc ogt goo tgg ate otc ttc ago oot gel 
Gly Thr Leu Gin Tyr Cys His Ser Glu Trp He He Phe Arg Asn Alo 



465 
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85 90 95 

oto goo oat ttl gcc etc oco gtg ooo goo otg get cog otg tto cog 
He Glu Asn Phe Ala Leu Thr Vol Lys Glu Met Alo Gin Met Leu Gin 
100 105 110 

tec ttt ggo act goo ctg get gag oco goa cto ceo got gal att cec 
Ser Phe Gly Thr Glu Leu Alo Glu Thr Glu Leu Pro Asp Asp He Pro 
115 120 125 

tco oto goo goo ott etg gco ott cgt get goo ogg tot cot ctg ttg 

Ser He Glu Glu He Leu Ala He Arg Ala Glu Arg Tyr His Leu Leu 

130 135 140 145 

ocg oot got ott oco get gto occ ooo goo ggo ooo att etg eta oca 
Lys Asn Asp lie Thr Alo Vol Thr Lys Glu Gly Lys He Leu Leu Thr 
150 155 160 

oot etg goo gtg eet goe oet goo ggo get gtc ogt tea ogo eta goa 
Asn Leu Glu Vol Pro Asp Thr Glu Gly Ala Vol Ser Ser Arg Leu Glu 
165 170 175. 

tgt cot egg coo oto ogt ggt goe tgg coo oct ott oot oog ttg etg 
Cys His Arg Gin He Ser Gly Asp Trp Gin Thr He Asn Lys Leu Leu 
180 185 190 

oct cao gto cat got otg gao oco get tit got ggo tit tgg goo aoa 
Thr Gin Vol His Asp Met Glu Thr Alo Phe Asp Gly Phe Trp Glu Lys 
195 200 205 

cot coo tto 000 otg gag cog tot ctg coo cto tgg aog ttt gag cog 
His Gin Leu Lys Met Glu Gin Tyr Leu Gin Leu Trp Lys Phe Glu Gin 
210 215 220 225 

got ttt eoo cog ctt gtg oct goo gtt goo ttt cto tla ooe coo coo 
Asp Phe Gin Gin Leu Vol Thr Glu Vol Glu Phe Leu Leu Asn Gin Gin 
230 235 240 
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gcQ gao ctg get got gto oco ggg oct oto get coo glo qoo coo ooa 945 
Alo Glu Leu Ala Asp Vol Thr Gly Thr lie Ala Gin Vol Lys Gin Lys 
245 250 255 

oto ooa ooa ttg goo ooc tto gat gao aat tcl cog gag do tta tea 993 
He Lys Lys Leu Glu Asn Leu Asp Glu Asn Ser Gin Glu Leu Leu Ser 
260 265 270 

aag gee cag ttt gtg oto tto col ggo cac oog ctt gco gca aat cae 1041 
Lys Ala Gin Phe Vol He Leu His Gly His Lys Leu Ala Alo Asn His 
275 280 285 

cot tot goo ett gat tto otc tgc cog ogg tgc act gag eta cgt toe 1089 
His Tyr Ala Leu Asp Leu He Cys Gin Arg Cys Asn Glu Leu Arg Tyr 
290 295 300 305 

ctt tet got att ttg gtt oot gag oto ooo geo ooa egg oto eoo cte 1 137 
Leu Ser Asp He Leu Vol Asn Glu He Lys Alo Lys Arg He Gin Leu 
310 315 320 

age ogg ace tte aoo ctg cot coo ete eta cog eog get egt coa tgc 1185 
Ser Arg Ttir Phe Lys Met His Lys Leu Leu Gin Gin Alo Arg Gin Cys 
325 330 335 

tgt gat gao ggg goa tgt ctt eta get oot eag gaa ata gat aag ttt 1233 
Cys Asp Glu Gly Glu Cys Leu Leu Ala Asn Gin Glu He Asp Lys Phe 
340 345 350 

eog tet aae gao gal get eog ooa get cte eao goe ett goo oat ttt 1281 
Gin Ser Lys Glu Asp Ala Gin Lys Ala Leu Gin Asp He Glu Asn Phe 
355 360 365 

ctt goo atg get eto ccc ttt oto oat tot goo cct goo oeo ctg eog 1329 
Leu Glu Met Alo Leu Pro Phe He Asn Tyr Glu Pro Glu Thr Leu Gin 
370 375 380 385 

tot goo ttt got gto oto tto tet cct gag ctt oog gtt coo atg oog 1377 
Tyr Glu Phe Asp Vol He Leu Ser Pro Glu Leu Lys Vol Gin Met Lys 
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390 395 400 

oct gIo coo cic aog ctt goo oac ott ego ag{ ota tit gog aac cog 1425 
Thr He Gin Leu Lys Leu Glu Asn He Arg Ser He Phe Glu Asn Gin 
405 410 415 

cog gel ggt ttc ogg aoc dg gco gat aog cal gig agg ceo otc coo 1473 
Gin Ala Gly Phe Arg Asn Leu Ala Asp Lys His Vol Arg Pro He Gin 
420 425 430 

tit gig glo ccc oca cct goo oot tig glc oca Id ggg aco cca tit 1521 
Phe Vol Vol Pro Thr Pro Glu Asn Leu Vol Thr Ser Gly Thr Pro Phe 
435 440 445 

ttt tea td 000 coo ggg oog aog oct tgg ago eoo oot cog ogc ooc 1569 
Phe Ser Ser Lys Gin Gly Lys Lys Thr Trp Arg Gin Asn Gin Ser Asn 
450 455 460 465 

tto 000 ott goo gtg gig cd got tgt cog gog oog ago ogt Id ggt 1617 
Leu Lys He Glu Vol Vol Pro Asp Cys Gin Glu Lys Arg Ser Ser Gly 
470 475 480 

cca tec tec ogt tig gac act ggc aol ogc Itg got gtl tla oog oac 1665 
Pro Ser Ser Ser Leu Asp As'n Gly Asn Ser Leu Asp Vol Leu Lys Asn 
485 490 495 

coc glo do oot goo dg oto cog ad gog ago gtl lot gtl ego goa 1713 
His Vol Leu Asn Glu Leu He Gin Thr Glu Arg Vol Tyr Vol Arg Glu 
500 505 510 

ctg lot act gtl tig tig ggt tot ago gcg gog dg got oot ceo gog 1761 
Leu Tyr Thr Vol Leu Leu Gly Tyr Arg Ala Glu Met Asp Asn Pro Glu 
515 520 525 

olg ttt got ctt otg ceo cct etc ctg ogo oot ooo oog goe ott etc 1809 
Met Phe Asp Leu Met Pro Pro Leu Leu Arg Asn Lys Lys Asp He Leu 
530 535 540 545 
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ttl gga oac atg gco gaa ola tot goo Itc cat ooc goc att ttc ttg 1857 
Phe Gly Asn Met Ala Glu He Tyr Glu Phe His Asn Asp lie Phe Leu 
550 555 560 

ogc age ctg gaa act tgt get cat get ceo gao aga gtg gga cct tgt 1905 
Ser Ser Leu Glu Asn Cys Ala His Ala Pro Glu Arg Vol Gly Pro Cys 
565 570 575 

ttc ctg gaa agg aag got gat ttt cag ctg tat gco aaa tot tgt cog 1953 
Phe Leu Glu Arg Lys Asp Asp Phe Gin Met Tyr Ala Lys Tyr Cys Gin 
580 585 590 

aat aag ccc ago tea gaa oca att tgg agg oog lot tco goo tgc gco 2001 
Asn Lys Pro Arg Ser Glu Thr He Trp Arg Lys Tyr Ser Glu Cys Ala 
595 600 605 

ttt ttc cag gaa tgt caa ago aog tto aoo cac ago ctt ago ctg got 2049 
Phe Phe Gin Glu Cys Gin Arg Lys Leu Lys His Arg Leu Arg Leu Asp 
610 615 620 625 

tec tat tto etc oca ceo gtg coo ego otc act ooo tot cog tto ttg 2097 
Ser Tyr Leu Leu Lys Pro Vol Gin Arg He Thr Lys Tyr Gin Leu Leu 
630 635 640 

ttg oog gag eta tta ooo tot age ooo goc tgt goo ggt tct get ctg 2145 
Leu Lys Glu Leu Leu Lys Tyr Ser Lys Asp Cys Glu Gly Ser Alo Leu 
645 650 655 

ttg oog oog gco etc got gco otg ctg got tto ctg aog tco gtt ool 2193 
Leu Lys Lys Alo Leu Asp Ala Met Leu Asp Leu Leu Lys Ser Vol Asn 
660 • 665 670 

gat tct otg cot cog att gco oto oat ggc tot att ggo ooc tto oot 2241 
Asp Ser Met His Gin He Ala He Asn Gly Tyr He Gly Asn Leu Asn 
675 680 685 

gaa ctg ggc oog atg oto ctg coa ggt ggo ttc ogc gtt tgg oto ggg 2289 
Glu Leu Gly Lys Met He Met Gin Gly Gly Phe Ser Vol Trp He Gly 
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690 695 700 705 

coc aog ooa ggt get oca ooo olg oag got ttg get ago ttc ooo ceo 2337 
His Lys Lys Gly Ala Thr Lys Met Lys Asp Leu Ala Arg Phe Lys Pro 
710 715 720 

otg cog ego coc clt ttc tig tat goo ooo gee ott gtt Itl tgc ooo . 2385 
Met Gin Arg His Leu Phe Leu Tyr Glu Lys Alo He Vol Phe Cys Lys 
725 730 735 

ogg cgt gtt goo ogt ggo gao ggc tct goc ogo toe ccg tco toe ogt 2433 
Arg Arg Vol Glu Ser Gly Glu Gly Ser Asp Arg Tyr Pro Ser Tyr Ser 
740 745 750 

ttt 000 coc tgt tgg ooo otg got goo gtt ggo otc ocl goo tat glo 2481 
Phe Lys His Cys Trp Lys Met Asp Glu Vol Gly He Thr Glu Tyr Vol 
755 760 765 

aoo ggt got ooc cgc aog ttt gao otc tgg tot ggt gaa oag gaa goo 2529 
Lys Gly Asp Asn Arg Lys Phe Glu He Trp Tyr Gly Glu Lys Glu Glu 
770 775 780 785 

gtt tot ott gic cog get tct oot gto got gtg oag otg ocg tgg cto 2577 
Vol Tyr lie Vol Gin Ala Ser Asn Vol Asp Vol Lys Met Thr Trp Leu 
790 795 800 

oca goo ato ago aot att ttg ttg aog cog cog goo ctt ttg oco gtt 2625 
Lys Glu He Arg Asn He Leu Leu Lys Gin Gin Glu Leu Leu Thr Vol 
805 810 815 

ooa 000 ago aog caa cog got coo Ito oco goo egg got oog ttt cog 2673 
Lys Lys Arg Lys Gin Gin Asp Gin Leu Thr Glu Arg Asp Lys Phe Gin 
820 825 830 

otl tct ctt cog cog oot got goo oog coo cog ggo get ttt oto ogt 2721 
He Ser Leu Gin Gin Asn Asp Glu Lys Gin Gin Gly Alo Phe He Ser 
835 840 845 
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oct qog goo act qaa tig goo coc occ ogc act gtg gig gog glc tgt 2769 
Thr Glu Glu Thr Glu Leu Glu His Thr Ser Thr Vol Vol Glu Vol Cys 
850 855 . 860 865 

qog qco oU gcq tea gtt cog gco goo gco oat oca gtt tgg oct gog 2817 
Glu Ala He Ala Ser Vol Gin Ala Glu Alo Asn Thr Vol Trp Thr Glu 
870 875 880 

gca tea eaa let geo goo ate let goo goa cet gcg goo tgg lea age 2865 
Ala Ser Gin Ser Ala Glu lie Ser Glu Glu Pro Alo Glu Trp Ser Ser 
885 890 895 

ooc tat tic toe ccl act lot gat goa oot goo gaa goo oat ogg ecc 2913 
Asn Tyr Phe Tyr Pro Thr Tyr Asp Glu Asn Glu Glu Glu Asn Arg Pro 
900 905 910 

etc otg ago eel gtg teg gag otg gel etc do tot tgo Igoogctact 2962 
Leu Mel Arg Pro Vol Ser Glu Met Alo Leu Leu Tyr 
915 920 925 

atgtcoootg gcoogtogct ctttcetgcc tgctlctcog ctcotttggo oooatactgc 3022 

gcoooogaco ttgagcteoo otgotgcogo Igltgtlttc oggttootgg acoegcaoag 3082 

oooecacagc ocotocttel Ulctllcot ttaotooagc ttttaottol ggtaegelgt 3142 

clttttoaoa teotgtotlt ootglgtcag otottgtget tgoaagotte tealctcogo 3202 

otoctttlgg acttgoaaat tatttettcl ctoctttgta occoaotgco otcgglglgc 3262 

etlggottat ttagtttatt oatgaattoa glcaoaotto cggetgcooa olggetaogg 3322 

tcaogtooog cocoocotto tgolttooto tgcltltgli goooccocog cttttgtgcc 3382 

cottgtttto octtglglgo oocootocoo ogcccogooo ttctttlcgg ggcotgogto 3442 

oaUttgltc ogggctoctg tctglotglg cccogotooo ottttcotgo gagtogltlo 3502 
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caooogccgt atttooaogl toatottUc ocaclttttt tdggatttc tgcttataat 3562 

toolgtood taoatloglt gtgctctgcl otlllclglo totUcalgt IgtoottcU 3622 

tttltcoaal aooaattaot Ictlcogglt 3652 



<210> 27 

<211> 925 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Mel Alo Glu Alo Asn Pro Arg Arg Gly Lys Met Arg Phe Arg Arg Asn 
15 10 15 



Alo Alo Ser Phe Pro Gly Asn Leu His Leu Vol Leu Vol Leu Arg Pro 
20 25 30 



Thr Ser Phe Leu Gin Arg Thr Phe Thr Asp He Gly Phe Trp Phe Ser 
35 40 45 



Gin Glu Asp Phe Met Pro Lys Leu Pro Vol Vol Met Leu Ser Ser Vol 
50 55 50 



Ser Asp Leu Leu Thr Tyr He Asp Asp Lys Gin Leu Thr Pro Glu Leu 
65 70 75 80 



Gly Gly Thr Leu Gin Tyr Cys His Ser Glu Trp He He Phe Arg Asn 
85 90 95 
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AIq He Glu Asn Phe Alo Leu Thr Vol Lys Glu Mel Ala Gin Met Leu 
100 105 110 



Gin Ser Phe Gly Thr Glu Leu Alo Glu Thr Glu Leu Pro Asp Asp He 
115 120 125 



Pro Ser lie- Glu Glu He Leu Alo He Arg Alo Glu Arg Tyr His Leu 
130 135 140 



Leu Lys Asn Asp He Thr Alo Vol Thr Lys Glu Gly Lys He Leu Leu 

145 150 155 160 



Thr Asn Leu Glu Vol Pro Asp Thr Glu Gly Alo Vol Ser Ser Arg Leu 
165 170 175 



Glu Cys His Arg Gin He Ser Gly Asp Trp Gin Thr He Asn Lys Leu 
180 185 190 



Leu Thr Gin Vol His Asp Met Glu thr Alo Phe Asp Gly Phe Trp Glu 
195 200 205 



Lys His Gin Leu Lys Met Glu Gin Tyr Leu Gin Leu Trp Lys Phe Glu 
210 215 220 



Gin Asp Phe Gin Gin Leu Vol Thr Glu Vol Glu Phe Leu Leu Asn Gin 
225 230 235 240 



Gin Alo Glu Leu Alo Asp Vol Thr Gly Thr He Alo Gin Vol Lys Gin 
245 250 255 
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Lys lie Lys Lys Leu Glu Asn Leu Asp Glu Asn Ser Gin Glu Leu Leu 
260 265 270 



Ser Lys Ala Gin Phe Vol He Leu His Gly His Lys Leu Ala Ala Asn 
275 280 285 



His His Tyr Alo Leu Asp Leu He Cys Gin Arg Cys Asn Glu Leu Arg 
290 295 300 



Tyr Leu Ser Asp lie Leu Vol Asn Glu He Lys Ala Lys Arg lie Gin 

305 310 315 320 



Leu Ser Arg Thr Phe Lys Met His Lys Leu Leu Gin Gin Ala Arg Gin 
325 330 335 



Cys Cys Asp Glu Gly Glu Cys Leu Leu Ala Asn Gin Glu He Asp Lys 
340 345 350 



Phe Gin Ser Lys Glu Asp Ala Gin Lys Ala Leu Gin Asp He Glu Asn 
355 360 365 



Phe Leu Glu Met Ala Leu Pro Phe He Asn Tyr Glu Pro Glu Thr Leu 
370 375 380 



Gin Tyr Glu Phe Asp Vol He Leu Ser Pro Glu Leu Lys Vol Gin Met 
385 390 395 400 
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Lys Thr He Gin Leu Lys Leu Glu Asn He Arg Ser He Phe Glu Asn 
405 410 415 



Gin Gin Ala Gly Phe Arg Asn Leu Alo Asp Lys His Vol Arg Pro lie 
420 425 430 



Gin Phe Vol Vol Pro Thr Pro Glu Asn Leu Vol Thr Ser Gly Thr Pro 
435 440 445 



Phe Phe Ser Ser Lys Gin Gly Lys Lys Thr Trp Arg Gin Asn Gin Ser 
450 455 460 



Asn Leu Lys lie Glu Vol Vol Pro Asp Cys Gin Glu Lys Arg Ser Ser 
465 470 475 480 



Gly Pro Ser Ser Ser Leu Asp Asn Gly Asn Ser Leu Asp Vol Leu Lys 
485 490 495 



Asn His Vol Leu Asn Glu Leu He Gin Thr Glu Arg Vol Tyr Vol Arg 
500 505 510 



Glu Leu Tyr Thr Vol Leu Leu Gly Tyr Arg Alo Glu Met Asp Asn Pro 
515 520 525 



Glu Met Phe Asp Leu Met Pro Pro Leu Leu Arg Asn Lys Lys Asp He 
530 535 540 



Leu Phe Gly Asn Met Ala Glu He Tyr Glu Phe His Asn Asp He Phe 
545 550 555 560 
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Leu Ser Ser Leu Glu Asn Cys Ala His Ala Pro Glu Arg Val Gly Pro 
565 570 575 

Cys Phe Leu Glu Arg Lys Asp Asp Phe Gin Met Tyr Ala Lys Tyr Cys 
580 585 590 . 

Gin Asn Lys Pro Arg Ser Glu Thr lie Trp Arg Lys Tyr Ser Glu Cys 
595 500 605 

Ala Phe Phe Gin Glu Cys Gin Arg Lys Leu Lys His Arg Leu Arg Leu 
610 615 620 

Asp Ser Tyr Leu Leu Lys Pro Vol Gin Arg He Thr Lys Tyr Gin Leu 
625 630 635 640 

Leu Leu Lys Glu Leu Leu Lys Tyr Ser Lys Asp Cys Glu Gly Ser Alo 
645 650 655 

Leu Leu Lys Lys Ala Leu Asp Ala Met Leu Asp Leu Leu Lys Ser Vol 
660 665 670 

Asn Asp Ser Met His Gin He Alo He Asn Gly Tyr He Gly Asn Leu 
675 680 685 

Asn Glu Leu Gly Lys Met He Met Gin Gly Gly Phe Ser Vol Trp He 
690 695 700 
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Gly His Lys Lys Gly Ala Thr Lys Met Lys Asp Leu Ala Arg Phe Lys 
705 710 715 720 



Pro Met Gin Arg His Leu Phe Leu Tyr Glu Lys Ale He Vol Phe Cys 
725 730 735 



Lys Arg Arg Vol Glu Ser Gly Glu Gly Ser Asp Arg Tyr Pro Ser Tyr 
740 745 750 



Ser Phe Lys His Cys Trp Lys Met Asp Glu Vol Gly He Thr Glu Tyr 
755 760 765 



Vol Lys Gly Asp Asn Arg Lys Phe Glu lie Trp Tyr Gly Glu Lys Glu 
770 ■ 775 780 



Glu Vol Tyr He Vol Gin Ala Ser Asn Vol Asp Vol Lys Met Thr Trp 

785 790 795 800 



Leu Lys Glu He Arg Asn He Leu Leu Lys Gin Gin Glu Leu Leu Thr 
805 810 815 



Vol Lys Lys Arg Lys Gin Gin Asp Gin Leu Thr Glu Arg Asp Lys Phe 
820 825 830 



Gin He Ser Leu Gin Gin Asn Asp Glu Lys Gin Gin Gly Ala Phe He 
835 840 845 



Ser Thr Glu Glu Thr Glu Leu Glu His Thr Ser Thr Vol Vol Glu Vol 
850 855 860 
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Cys Glu Alo lie Alo Ser Vol Gin Alo Glu Alo Asn Thr Vol Trp Thr 

865 870 875 880 

Glu Alo Ser Gin Ser Alo Glu He Ser Glu Glu Pro Alo Glu Trp Ser 
885 890 895 

Ser Asn Tyr Phe Tyr Pro Thr Tyr Asp Glu Asn Glu Glu Glu Asn Arg 
900 905 910 



Pro Leu Met Arg Pro Vol Ser Glu Met Alo Leu Leu Tyr 
915 920 925 



